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Cancer Data Science (CaDS) group at ICO-IDIBELL

• Computation-based group aimed at improving cancer

diagnosis, prognosis, and treatment through the

bioinformatics/statistical analysis and integration of 

large-scale omic data.

• Created in early 2017. Currently composed of 3 

members (1 postdoc + 1 technician + PI), plus a summer

intern joining in June 2018.



Cancer Data Science (CaDS) group at ICO-IDIBELL

• Current main projects:

• Development of a bioinformatics-based platform for

precision medicine in lung cancer.

• Real-time precision medicine: a challenging clinical

case.

• Identification of new biomarkers of prognosis in 

malignant pleural mesothelioma.

• Network-based characterization of master regulators

in malignant pleural mesothelioma (summer

internship).

• Development of SNPStats 2.0 genetic

epidemiology web tool.



SNPStats 1.0 (www.snpstats.net)

• Web-based tool for the statistical analysis of small-scale

genetic epidemiology analyses.

• Developed in 2006. Since then, it has been used in more

than 300,000 analyses from researchers around the

world and has been cited more than 1100 times.

Solé X, et al. Bioinformatics 22(15):1928-9, 2006.



What does SNPStats 1.0 do?

• In essence, SNPStats evaluates the association of a

genetic marker (i.e., A/A, A/T, T/T) with a response

variable (i.e., case/control).

• Additionally, also computes descriptive statistics,

haplotype analyses, and performs interaction analyses

between the genetic traits and other covariates,



What does SNPStats 1.0 do?



What does SNPStats 1.0 do?



SNPStats 2.0

• We want to upgrade SNPStats to a new version, with improved

functionality and a better user interface.

• The new user interface was already developed by Jon Aldazabal, a

CFGS intern at the CaDS group between Dec 2016-April 2017.



SNPStats 2.0

• We need now to develop the new

statistical engine for SNPStats with R:

• Adding continuous and survival response

variables.

• Adding SNP-SNP interactions.

• Modularize the code.

• Generate output in text format.

• Knowledge of biology/genetics is NOT

required, but if you are curious about the

field it would be a plus. ☺



If you are interested please

come outside and ask!
x.sole@iconcologia.net
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